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S EEEBIRR A - CLASSIFICATION
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Domestic poultry
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Wild birds H5, H7, HO _—
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Marine mammals
H1, H3, H4,[H5, H7, H10, H13

Sustained transmission
Sporadic or limited infections
—= Established transmission events

- =» Sporadic or limited spillover infections, no evidence of ongoing transmission

Nature Reviews Disease Primers | (2026) 12:51
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Origin of 2009 pandemic H1N1 influenza strain
“quadruple reassortant”
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7 m/}%# BLU’] 28y (gene

Morth American swine

H3N2 and HINZ Conste 1 1 at 1 On )

Trifonov et al., NEJM 361:115, 2009



Pandemic Influenza 2009 - Natural history of swine influenza

North American Swine Influenza Eurasian Swine Influenza
(~last 12 years)

trH3N2
trH3N2

PB2 = North Am. Avian o4
PB1 = Human
PA = North Am. Avian
HA = Humf&) . .

= swine-like HIN1
NP = Classmqq swine .

_ American flu
NA = Human
M = Classical swine
NS = Classical swine

PB2 = H3N2 swine
PB1 = H3N2 swine
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Figure 4. Forest plot of the OR of requirement of MV for influenza bacterial co-infection compared to influenza sin-



Comparative Features of Pulmonary Complications of Influenza
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* The imaging findings
seen in patients with
H1N1 infection include:
— Consolidations
— Ground-glass opacities

— Interlobular septal
thickening

— Small nodules

— Findings suggestive of
small airways disease

American Journal of Roentgenology. 2011;196: W723-W728 American Journal of Roentgenology. 2011;196: W723-W728
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